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“Groundhog day” and what we can learn from that…

And what does that have to do with bioinformatics???
... nothing... aside from the fact that I was involved 

in sequencing the Woodchuck genome



“Groundhog day” and what we can learn from that…

• Since I started to study bioinformatics in 2000, the world has seen an unprecedented rise of high 

throughput data generation technologies.

• Affymetrix gene expression arrays, followed by next generation sequencing, and better next 

generation sequencing machines, followed by single cell sequencing and now followed by multi-

modal, spatial resolution on protein and RNA level. 

• In this talk I would like to look back a few years and show you some «lessons learned» of this ever 

repeating cycle of a new technology emerging and establishing this technology in drug 

research.



Lesson 1 – convince yourself



Convince yourself – implement a pipeline



Convince yourself – Compare to other technologies



Convince yourself – Compare to other technologies



Lesson 2 – Convince biologists



Convince biologists – Understand biology



Convince biologists – Understand biology



Convince biologists – Show the advantage...



Lesson 3 – Fully exploit the opportunities you are given



Fully exploit the opportunities you are given - Splicing



Fully exploit the opportunities you are given - Xenografts



Fully exploit the opportunities you are given - CHO



Fully exploit the opportunities you are given - CHO



Lesson 4 – Trash it if it is not good enough yet



Trash it if it is not good enough yet – Early Single Cell data

2015 - early single cell sequencing data. We were not convinced of stability, correlation of mRNA and protein...



... And be fast if it finally works – One year later...

End of 2016 – arrival of 10X

Technology is ripe and now we need 

to be fast!



Conclusions 



Lessons learned...

• Convince yourself - deeply understand the technology

– For that you need to get the technology under control (data, pipelines...), understand the 

properties of the data (variation, statistical properties...) and finally compare to what is already 

there (how do they compare, what is similar, what is different...)

• Convince biologists – it is not enough that you find it cool

– Once you are sure that you have the data under control, work with biologists to convince them of 

the usefulness of the new tool. For that, you need to understand their questions and biology.

• Fully exploit the opportunities you are given

– Once you and your collaboration partners are convinced – use all the opportunities that the new 

technology gives you. Be creative, be fast, bring together QUESTION and TECHNOLOGY 

• Trash it if it is not good enough yet

– Sometimes technologies are fancy and cool but not ripe enough yet. In that case, do not waste 

your time but take a step back and observe...



“Groundhog day” and what we can learn from that…

There will always be a new technology!!!

... And the mechanism to make them productive are 

always the same....



Doing now what patients need next


